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The room-temperature reaction of propargyl bromide and 6bromo-1, 3-dihydroimidazo[4,5-b] pyridin-2-one in dimethylformamide yields the title compound, C 12 H 8 BrN 3 O, which features nitrogen-bound propynyl substituents. The imidazopyridine fused ring is almost planar (r.m.s. deviation = 0.011 Å ); the propynyl chains point in opposite directions relative to the fused ring. One acetylenic H atom is hydrogen bonded to the carbonyl O atom of an inversion-related molecule, forming a dimer; adjacent dimers are linked by a second acetylene-pyridine C-HÁ Á ÁN interaction, forming a layer motif.
Related literature
For the crystal structures of other imidazo [4,5-b] pyridin-2ones, see: Kourafalos et al. (2002) ; Meanwell et al. (1995) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.87 e Å À3 Á min = À0.80 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) x þ 1; Ày þ 1 2 ; z þ 1 2 .
Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
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To a solution of 6-bromo-1,3-dihydroimidazo[4,5-b]pyridin-2-one (1 mmol), potassium carbonate (4 mmol) and tetra-nbutylammonium bromide (0.1 mmol) in DMF (20 ml) was added propargyl bromide (2.5 mmol). The solution was stirred for 48 hours. After completion of the reaction (as monitored byTLC), the salt was filtered and the solvent was removed under reduced pressure. The residue was purified by column chromatography on silica gel by using an ethyl acetate/hexane (1/1) mixture as eluent. Slow evaporation of the solvent furnished yellow crystals.
Refinement
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